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We have developed and strengthened an international research network,
supported and provided smooth overseas collection of research samples, promoted collaborations with
overseas researchers by hosting international symposia, supported sending researchers overseas to
collect samples, and supported sending young researchers to cutting-edge research institutes for
medium- to long-term study opportunities. Through these endeavors, we have promoted overseas
research activities in this field and accelerated research efforts across the entire field. Our
efforts have produced numerous noteworthy publications and have helped develop many young
investigators, who will continue the growth of Neo-Virology into the future.
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