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We have conducted an integrated HLA research beyond the framework of the research
field, and obtained following results. We developed a high-resolution new HLA typing method based on NGS,
and published the HLA integrated database. We elucidated the three-dimensional structure of the cedar
pollen antigen and HLA-DP5 complex. The significance of the stability of the HLA heterodimer in
autoimmune disease onset was also elucidated. The effective peptide vaccine that induces both helper and
killer T cells in tumor immunity has been developed. We have clarified that the ratio of non-synonymous
substitution in PBR was diverse between HLA-DRB1 groups. We have identified new susceptibility loci, and
the susceptible or protective HLA alleles for a number of autoimmune diseases. In unrelated bone marrow
transplant, we identified the HLA mismatches which show the inhibitory effect to leukemia recurrence.
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