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The organizing group provided support and evaluation to the research projects,
and educated Ph.D students, young researchers and postdoctoral fellows. The group held the scientific
meetings to discuss the individual research projects and promote collaboration among the members in this
research area twice a year. The organizing group supported research activities by organizing research
equipments as “ Technology hubs” and held the training courses. In order to notice the scientific
achievement to the public, the organizing group established the web site where every one can access our
activities including publications. A small booklet “ News Letter” was distributed twice a year to
introduce our important achievements. In addition to domestic scientific meetings, we held two
international symposiums with several distinguished scientists invited from abroad. Finally, a book
“ INTERMERE-as a operator of chromosome” that introduces our achievements was published by the
KAGAKUDOUJIN.
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