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Grant-in-Aid for Scientific Research on Innovative Areas (Research in a
proposed research area), “ Harmonized supramolecular motility machinery and its diversity” is aimed
at promoting "Studies on motility supramolecular motility machinery” at each stage and eventually

clarifying them at atomic level. The general team of this area seriously received the significance
of the existence of the research expenses category "Grant-in-Aid for Scientific Research on
Innovative Areas New academic area™ and aimed to give synergy effects to the whole area that cannot
be obtained with other research funds. We performed the activities difficult for individual research
groups, (1) activation of discussion, (2) development and provision of technology necessary for the
development of the area, and (3) outreach activities.
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