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In a confined environment, environmental oligotrophic bacteria remain active
on the wall surface, while human-derived bacteria showed high physiological activity in the air.
Due to stress found in a confined environment, microbial substitutions among Malassezia species, the
predominant skin microbiome, were observed. This suggests that Malassezia could be a stress marker.

We demonstrated that the initial process of the biofilm formation under the microgravity is
different from that under the normal gravity; the cell aggregate is formed before initial attachment
on the material surface. It was also suggested that the frequency of gene transfer by conjugation

was increased under simulated microgravity.
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