2016 2020

Recognition of compartment by microglia and its regulation of Scrapé&Build

Suzuki, Jun

61,100,000
Xkr4
CRISPR sgRNA library
XRCC4
XRCC4 Xkra

Xkr4

In this study, we investigated the scrap-and-build mechanism of neurons in
the brain. Particularly we focused on the elimination mechanism of unwanted compartments in living
neurons. We started to analyze the activation mechanism of scramblase Xkr4, which is specifically
expressed in neurons. We developed a screening system using CRISPR sgRNA library, which we call
revival screening. This system enables identification of factors even in non-proliferating or dying

cells, and we identified the nuclear factor XRCC4 as its activation factor. XRCC4 is released into
the cytoplasm when cleaved by caspases, and binds to and activates Xkr4. Xkr4 knockout mice were
also analyzed and found to exhibit behavioral abnormalities.
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