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As a part of KAKEN-Shingakujutsu, this research specifically aimed to
establish a comprehensive cell analysis technology named Cell-omics toward understanding of cellular
diversity. During the research period, we invented 1) an advanced tissue clearing protocol by
large-scale chemical screening, 2) world™s best performance 3D tissue staining protocol, 3) a cloud
software for whole brain single cell analysis. We also applied these developed technologies to
various samples including human tissue or organoids. Therefore, we successfully established the
cell-omics for cellular diversity research.
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