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(1) We have identified the interaction between Shigella effectors secreted via the type
I11 secretion system (T3SS) and their targeting host factors, and elucidated their roles
in promoting bacterial infection of intestinal epithelium. Based on our results, we have
proposed the bacterial infection strategy involving in promoting the initial stage of
infection.

(2) We have identified the effector proteins secreted via T3SS of Vibrio parahaemolyticus,
and revealed their intracellular functions. Also, the analysis of the regulation
mechanism of the T3SS genes revealed a possibility of a novel therapeutic means against
bacterial diarrhea.
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