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Ubiquitylation and subsequent proteasomal degradation of regulatory proteins control a
variety of cellular processes. The ubiquitin conjugation to target proteins is processed by
three enzymes, E1, E2, and E3. The E3s are responsible for recognizing and recruiting
target proteins for polyubiquitylation. Cullin-based E3 complexes and TRIM E3 families
are thought to regulate many cellular events. In this research, we try to clarify the function
of Cullin-based E3 complexes and TRIM E3 families. Now we show that Cullin-based E3
complexes are responsible for regulating the function of Mrcl, Ctf4, Elongin A, p53, and
Ypt53. We also identify that Lag2 negatively modulate the activity of SCF complex. Finally,
we demonstrate that TRIM E3 families control the function of estrogen receptor, androgen
receptor, Abi2, p53, PIAS3 and Ikky. These observations thus idicate that Cullin-based E3
complexes and TRIM E3 families plays an important role in a variety of cellular processes
by regulating the function of many target proteins.

2006 20,900,000 0 20,900,000
2007 30,000,000 0 30,000,000
2008 30,000,000 0 30,000,000
2009 30,000,000 0 30,000,000
2010 30,000,000 0 30,000,000
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