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Development of next-generation trans-omics technologies for multi-timescale
metabolic regulation in psychiatric disorders
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47,550,000

in vivo (Kokaji
et al. 2020, Science Signaling) (Okamoto et al. 2022, Neuroscience
1

Research)
(Egami et al. 2021, iScience)

We have developed a "trans-omic® data integration technologies that allows
elucidating the molecular basis of psychiatric disorders as multi-layered molecular networks. These
technologies enable data integration of multiple omics data in vivo (Kokaji et al. 2020, Science
Signaling) and public omics data (Okamoto et al. 2022, Neuroscience Research). Furthermore,
trans-omics analysis is now applicable to steady-state (one data point) omics data (Egami et al.
2021, iScience), whereas previous framework required time-series omics data.
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