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We collected DNA samples from following areas: Miyako Island in Okinawa,
Makurazaki, Goto Islands, lzumo, Tottori, Tokushima, and Hachijo Island. Samples were collected only
from people whose four grandparents are all from that same area. Matsunami collected samples from
Okinawa, Saitou and Yoshiura collected samples from Kyushu, and Saitou collected samples from other
area. We determined genome-wide SNP data for these samples, and Jinam analyzed data, then published
papers. As for Hachijo Island, we could not collect ample number of samples when we visited there in
March 2023. We thus plan to visit Hachijo Island again in June 2023, and collect additional saliva
samples. Inoue detected ancient viruses from Jomon period coprolites, and published a paper after
determination and analysis of their nucleotide sequences.
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