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Cell wall integrity checkpoint is one of the cell cycle checkpoints in Saccharomyces
cerevisiae. When the cell wall synthesis is perturbed, cell cycle progression stopped before
nuclear division. We identified 18 genes involved in the cell wall integrity checkpoint. We
showed that the checkpoint required the kinase signaling pathway that transduced signal
from the cell wall to the nucleus. We also showed that phosphorylation of the transcription
factor is also important for regulation of G2/M cyclin, a key regulatory factor of the
checkpoint.
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