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Using native mass spectrometry (MS), the following results were obtained: 1.
comprehensive analysis of metal binding of superoxide dismutase 1 (SOD1), 2. native MS analysis of
human Sirtuin 2, 3. observation of unpurified protein-drug complexes obtained from E. coli and human

cultured cell extracts, 4. establishment of the world"s first single-cell native MS method, 5.
establishment of the basis for native MS of membrane proteins: native MS of the intramembrane
protease RseP, native MS analysis of the drug response of the human (3 2 adrenergic receptor, native
MS of Dcytb involved in bacterial iron ion uptake
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