#&=L C-19

P 1 3¢

N H |

HEMRBEIRERX REURBEMHNE) IRARREE

HEEAES - 11301
MEER : FEMEERE
B HARS - 2008~2012
REES : 20112006

Wik 2 54 5 H 1 7 HBIE

MRRER (X)) ECFREOEHMEEZHRIET SmRNAREEEHEE

HRFRER

R KE FEE FIST (INADA TOSHIFUMI)

ALK - REFREPHEH - B

HEEES : 40242812

(Z&3X) mRNA surveillance system to ensure the fidelity of gene expression
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Cells have mRNA surveillance systems to recognize aberrant translation elongation and termination, and
eliminate aberrant mRNAs. We have identified the novel factors to recognize and eliminate aberrant
translation. We have demonstrated that rapid proteasomal degradation of aberrant proteins derived from
aberrant mRNAs plays an important role in preventing the expression of abnormal proteins as well as

rapid mRNA decay.
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