®
2021 2023

Unraveling the mechanism of kinetic regulation in biomolecular folding
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In this research area, we have focused on kinetic controls seen in life and
biomolecules. This study tried to elucidate the mechanism of kinetic control in biomolecular
structure formation. In particular, we focused on “ chaperones” that recognize immature proteins in

the process of folding and control the folding process, and worked to elucidate the mechanism by
which chaperones recognize substrate proteins and control folding. We have conducted
interdisciplinary joint research that incorporates multiple measurement, analytical, and
computational techniques in close collaboration within our research area, and have expanded the
understanding of the mechanisms for protein folding mediated by chaperones.
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