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Elucidation of the mechanism of kinetically controlled reaction fields in cells
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Based on interdisciplinary collaborative research involving biochemistry,
structural biology, cell biology, computational science, and organic synthetic chemistry, we
discovered a new catalytic reaction field in cell for the kinetic-controlled folding catalysis.
Furthermore, we developed de novo redox compounds that control enzyme activity, enabling chemical
control of the reaction field to kinetically control protein folding. Taken together, this result

paves the way to understanding the paradigm "multi-molecule-to-multi-molecule reaction of enzyme
reaction field-substrate".
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