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Development of a platform for rapid structural analysis of transient protein
complexes.
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In this research area, complex physiological actions that emerge as
multidimensional outputs are examined by breaking them down into the dimensions of molecules (Suno
Group), cells (Inoue Group), individuals (Sakurai Group) and regulation (Saito Group), and are
described and visualised in the form of superposition of "elementary processes™ at the scale of
molecules, cells and individuals. The Suno group is in charge of the molecular phase and aims to
clarify the whole picture of the signalling mechanism via opioid receptors (k and & opioid
receptors (KOR and DOR)) at the atomic resolution level by single particle analysis using
cryo-electron microscopy. The structures of three biased ligand-bound states in the KOR and one
balanced ligand-bound state in the DOR and one balanced ligand-bound state in the KOR and DOR,
respectively, have been determined.
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