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Elucidation of the entropy of tissue damage in digestive organs and development
of new therapeutic approaches
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In this study, we successfully established an intestinal fibrosis model
induced by intestinal epithelial detac%ment to address the lack of model animals in the research of
intestinal tissue remodeling or increase in entropy. Using the newly established intestinal fibrosis

model animals and human samples, we conducted unbiased analyses of bulk RNA-seq and scRNA-seq data
of stromal cells in the intestine, revealing the functional diversity of intestinal resident stromal
cells. Furthermore, through integrative multi-omics analysis incorporating transcriptomic and
epigenomic analyses such as ATAC-seq, we identified a novel fibroblast population that specifically

arises during intestinal fibrosis.
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