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Integrative omics analysis to explore molecular targets and biomarkers for
personalized medicine in cancer
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Integrative omics analysis was performed to explore molecular targets and
biomarkers for personalized medicine in cancer. Several experimental models in vitro/ in vivo were
established to uncover malignant properties including epithelial-mesenchymal transition (EMT%, and
invasion and/or metastasis. Bioresource infrastructure was prepared, and human bioresources have been
collected and preserved to facilitate multi-omics data analysis in cancer. Consequently, novel and
promising targets and biomarkers including tumor suppressor microRNAs were identified, facilitating the
understanding of molecular pathogenesis of intractable cancer.
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Tumor suppressive effect of miR-507 in vivo
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