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Understanding cancer cell metabolism and biomarker discovery using metabolome
analysis

SOGA, Tomoyoshi
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Although cancer cells produce ATP and the precursors of macromolecules by
switching metabolism, underlying mechanisms have been poorly understood. Here, we have developed a highly
sensitive metabolome analysis method based on sheathless CE-MS device.

This approach and together with systems biological technologies such as transcriptomics and proteomics
were applied to fumarate hydratase (FH) knock out mouse and FH deficient cell lines, which mimic
Hereditary leiomyomatosis and renal cell carcinoma that develops benign cutaneous and uterine leiomyomas,
renal cysts and kidney cancer.

Consequently, we found that accumulated fumarate caused by FH deletion regulated metabolism by activation
transcription factor, inactivation of metabolic enzymes and conjugation to metabolites.
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