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Analyses of behavior incompatibility triggered by expression changes of
pigmentation genes
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This study focused on dopamine biosynthesis pathway genes, which has a
pleiotropic effect on both body pigmentation and behavior, as genes potentially involved in reproductive
isolation _triggered by environmental adaptation. We found unexpectedly complex cis-regulatory
polymorphisms iIn these genes and a genetic variant that is likely to change both pigmentation and
behavior.

From a wider viewpoint of the “ Correlative gene systems” , another contribution of this study was to
elucidate various associations between cis/trans-regulatory variations and genomic factors by conducting
a novel type of genome-wide transcriptome analysis.
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(Osada, Miyagi, Takahashi, in preparation)
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