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Construction of artificial metabolic pathway that is comprised of multiple genes
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64,200,000

in vitro

In this study, we tried to elucidate how to design artificial polycistronic
operon, especially in terms of gene order in the operon. We used carotenoid and anthocyanin biosynthetic
pathway which don"t exist in Escherichia coli.

As a result, we succeeded in construction of artificial carotenoid operon plasmid that is fully
responsible for carotenoid production starting from glucose. We also succeeded in construction of
artificial anthocyanin operon that is designed using information of optimal ration of responsible 4
enzymes by in vitro experiment. Through these case studies, we propose possible rule for construction of
artificial operon.
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