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The research plan is devided into following five subgoals. (1) We achieved to
model fundamental processes such as gene regulation and inter cellular communication, collaborating with
Kiga-project. (2) We achieved to design oscillating artificial genetic circuits by using genetic
algorithms with frequency characteristics as the fitness evaluation. (3) We analized cascading two
artificial genetic circuit from the viewpoint of impedance matching. (4) We proposed a multicellular
developement model for multi layered bacterial sheet in hot fountain. (5) In order to build common
modeling bench for Synthetic Biology, we collect necessary mathematical methodology such as non-linear
differencial equation system, stochastic process system, cellular automata system, and so on.
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