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Elucidation of metabolic network underlying plant development
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Metabolism is a basis of life, but its dynamics and regulatory function in
development have not been fully understood. In this study, we aimed to understand the dynamics of
plant metabolic system via a mathematical approach, and to identify metabolic pathways that regulate

developmental processes by molecular genetics. We performed integrated mathematical and biological
studies, i.e., theory construction and its application, and, prediction and confirmation, which have
led to understanding of several developmental processes. We also clarified by a molecular genetic
approach that a metabolic enzyme CYP77A4-mediated metabolic pathway regulates patterning of
Arabidopsis embryo.
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