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We developed and introduced new technologies and strategies such as
high-content microscopy systems, gene libraries, genome editing technologies to extend known ncRNA
taxon, and further complex that each ncRNA taxon makes We aimed to identify and analyze their
behavior, and search for new ncRNA taxons. In addition, we have optimized the genome editing
technology for functional analysis of ncRNA, and developed a method to analyze the function of newly

identified ncRNA at high speed and genetically, accelerating research on ncRNA neotaxonomy.
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