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Establishment of new classification for structural variation based on next
generation sequencing
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It has been unclear how the complex structural variations arise. In this
study we analyzed the genomic structure of breakpoints and junctions of complex structural
variations. Microarray technique followed by next generation sequencing revealed the genomic
information of the breakpoints and junctions. Chromosomal insertions carry complex alternation of
the copy number states, suggesting that chromothripsis occurred. Difference of the DNA replication
between nuclear genome and chromosome in micronucleus derived from lagging chromosome might lead to
the DNA shuttering that might induce the chromothripsis.
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