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Functional analysis of monocyte-lineage blood cells and control of
damage-associated molecular patterns (DAMPs) under the whole-body responses to

injury/illness
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Expression of HLA-DR temporary decreased in peripheral monocytes of
patients with severe trauma, suggesting that a response reflecting the compensatory
anti-inflammatory response syndrome that worsen the prognosis after trauma. Phosphorylation of
Histone H3 was observed in monocytes of severe sepsis patients and may be an indicator for broken
monocytes after the whole-body responses to injury/illness.

It is known that damage-associated molecular patterns (DAMPsS) release into the bloodstream after
the whole-body responses to injury/illness and worsen the prognosis. HMGB-1 and total Histone H3
related to poor prognosis in septic patients. Our study of liver injury model mice showed especially

total Histone H3 may be a target molecule for control of DAMPs.
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Histone H1x Ser31 211 0.26 0.63
Histone H3.1t Ser29 3.00 0.00 0.00
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Time after ROSC (h) PLR cutoff value (%) Sensitivity Specificity NPV
(95% CI)
90-day survival (ALL)
0 3 0.87 0.80 0.87 (0.66-0.97)
6 12 0.77 0.90 0.78 (0.56-0.93)
12 6 0.91 0.65 0.85 (0.55-0.98)
24 5 0.91 0.65 0.85 (0.55-0.98)
48 12 0.82 0.75 0.69 (0.39-0.91)
72 8 0.90 0.75 0.82 (0.48-0.98)
90-day favorable neurological outcome (ALL)
0 6 0.92 0.74 0.96 (0.81-1.00)
6 16 0.77 0.76 0.88 (0.69-0.98)
12 4 1.00 0.42 1.00 (0.72-1.00)
24 6 1.00 0.54 1.00 (0.77-1.00)
48 15 0.85 0.62 0.87 (0.60-0.98)
72 10 1.00 0.60 1.00 (0.74-1.00)
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