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Comprehensive creation of antibody-like ligands for human proteomics

KAWAKAMI, Takashi
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By integrating cyclic peptide ligand creation using PURE system and mRNA
display with HUPEX to prepare immobilized human proteins from its encoding cDNA clones, we
successfully created novel cyclic peﬁtide ligands targeted to the human proteins in a full cell-free

format. By combining the system with humanoid robot system, human protein-binding ligands created
fully automatically were successfully applied to proteomic analysis.
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