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The major histocompatibility complex (MHC) region at chromosome 6 defines
risk of a variety of human complex diseases. The HLA imputation method can computationally impute

HLA gene variants from the single nucleotide polymorphism (SNP) genotype data in the MHC region. By
constructing the HLA imputation reference panel of the Japanese population (n = 900), we conducted

HLA imputation analysis for the genome-wide association study (GWAS) data of autoimmune diseases
including rheumatoid arthritis and Graves’ disease, which provided biomarker HLA variants with

disease risk.
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