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Universality in Phenotypic Adaptation and Evolution: Fluctuationresponse, Genetic Assimilation, and Dimension Reduction

Non-equilibrium dynamics and information processing in biology

2018




Atsushi Kamimura

Reproduction of protocells follows trade-off between growth and survival

Optimization and Trade-offs in Cell Growth and Survival

2018

Yusuke Himeoka

Theory for Transitions Between Exponential and Stationary Phases: Universal Laws for Lag Time

Optimization and Trade-offs in Cell Growth and Survival

2018

Kunihiko Kaneko

Macroscopic Theory of Phenotypic Adaptation and Evolution: Fluctuation-Response, Genetic Assimilation, and Dimension
Reduction

Evolution of Diversity

2018

Tetsuhiro Hatakeyama

A quantitative law of homeostasis in the gene regulatory network through the evolutionary process

Evolution of Diversity

2018




Yoshiya Matsubara

Conditions for selecting complex sequences in self-replicating template polymer system

Evolution of Diversity

2018

Jumpei Yamagishi

Promotion of cellular growth by leakage of chemical components and its impact on symbiosis

Evolution of Diversity

2018
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2018

73

2018
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2018

Kunihiko Kaneko

Deep Linearity in Adaptation and Evolution: Macroscopic Theory, Microscopic Simulation, and Bacterial Experiments

Q-bio Workshop: Physical approaches for growing & evolving populations

2017

Kunihiko Kaneko

Macroscopic Theory of Phenotypic Adaptation and Evolution: Fluctuation-response, Genetic Assimilation, and Slow-Manifold
Hypothesis

Dynamics Days Asia-Pacific

2016




Kunihiko Kaneko

Macroscopic Theory of Phenotypic Adaptation and Evolution:

Hypothesis

Fluctuation-response, Genetic Assimilation, and Slow-Manifold

APCTP-ICTP Joint Workshop: Quantitative Life Sciences

2016

Kunihiko Kaneko

Macroscopic Theory of Phenotypic Adaptation and Evolution:

Hypothesis

Fluctuation-response, Genetic Assimilation, and Slow-Manifold

54

2016

Kunihiko Kaneko

Macroscopic Theory of Phenotypic Adaptation and Evolution:

Fluctuation-response, Genetic Assimilation and Deep Linearity

Universal Biology Symposium

2016

Kunihiko Kaneko

In search for macroscopic description of cellular states

Interdisciplinary Applications of Nonlinear Science

2016




Kunihiko Kaneko

Taming high-dimensional dynamical systems

Multistability and Tipping: From Mathematics and Physics to Climate and Brain

2016

Kunihiko Kaneko

Consistency between molecular and cellular levels: From a set of catalytic reactions to reproduction of cells

History and Philosophy of Origins Research Workshop

2016

Kunihiko Kaneko

18

2016

Kunihiko Kaneko

Macroscopic theory of phenotypic adaptation and evolution: fluctuationresponse, genetic assimilation, and slow-manifold
hypothesis

Quantative Laws 11

2016




Chikara Furusawa

Toward Understanding of Adaptive Evolution: Theoretical Analysis and Microbial Laboratory Evolution.

5th International Symposium of the Mathematics on Chromatin Live Dynamics

2017

Chikara Furusawa

Workshop on recent development of statistical physics

2017

Chikara Furusawa
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2016

Chikara Furusawa

Analysis of evolutionary constraints and plasticity by laboratory evolution and computational models.

Genome Evolution Conference

2016




Chikara Furusawa

Toward Understanding of Adaptive Evolution: High-throughput Laboratory Evolution and Computational Analysis

International Symposium on Universal Biology.

2016

Chikara Furusawa

Toward Understanding of Biological Plasticity: Computational Analysis and Experimental Evolution

QBiC Symposium 2016

2016

Chikara Furusawa

18

2016

Chikara Furusawa

2016




Chikara Furusawa

Prediction of Stress Resistance by Gene Expression Proles

Metabolic Engineering XI

2016

Chikara Furusawa

Analyses of aging dynamics using mathematical models

Kickoff-Workshop of Aging Project

2016

Chikara Furusawa

2016

Chikara Furusawa

A7

2016




Yuichi Wakamoto

Unique single-cell histories that adapt to antibiotic stress

90

2017

Yuichi Wakamoto

Constraints and limits in the growth of microbial cells

International Workshop: Physical Approaches for Growing and Evolving Population

2017

Yuichi Wakamoto

Single-cell dynamics leading to drug resistance acquisition

UBI International Symposium

2016

Yuichi Wakamoto

Acquisition of drug resistance at the single-cell level

BSJ2016

2016




Yuichi Wakamoto

9.0

2016

Yuichi Wakamoto
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2016

Kunihiko Kaneko

Theory of Biological Robustness and Plasticity:Fluctuation and Response in Adaptation and Evolution

Workshop & Summer School on "Models of Life"

2015

Nobuto Takeuchi

Origin of heredity by spontaneous symmetry breaking: Evolutionary consequences of complementary replication in a minimum
model of protocells

the Annual Meeting of the Society for Molecular Biology and Evolution

2015




Tetsuhiro Hatakeyama

Reciprocity between robustness of period and plasticity of phase

Workshop & Summer School on “Models of Life"

2015

Kunihiko Kaneko

A physicist®s Look at Biological Robustness and Plasticity: Relationship between Fluctuation and Response through Adaptation
and Evolution

High-Dimensional data for the design principles of life

2015

AtsushiK Kamimura

Diversification under limited resources in catalytic reaction networks

High-Dimensional data for the design principles of life

2015

Jumpei Yamagishi

Complementary Cell Differentiation and Collective Growth in Catalytic Reaction Networks

High-Dimensional data for the design principles of life

2015




Takahiro Kohsokabe

Evolution-Development Congruence in Pattern Formation Dynamics: Bifurcations in Gene Expression and Regulation of Networks
Structures

High-Dimensional data for the design principles of life

2015

Yusuke Himeoka

Derivation of the Pirt equation in the simple cellular model

High-Dimensional data for the design principles of life

2015
Pirt Derivation of the Pirt equation in the simple cellular model
53
2015
Fluctuation and Response in Adaptation and Evolution-Universal Relationship
53

2015




Network Design Principles and Response Sensitivity of Components

53

2015

network

Diversification by limitation of multiple resources in a catalytic reaction

53

2015

2015

2015

2015

2015




2015

2015

2015
2015

2015
2015

Nobuto Takeuchi

The origin of genes by spontaneous symmetry breaking

Re-conceptualizing the Origin of Life: Experimental; Interdisciplinary; and Computational Windows on the Core Concepts;

2015




Nobuto Takeuchi

The origin of genes by spontaneous symmetry breaking

The Computational Biology Branch Seminar

2015

Kunihiko Kaneko

Fluctuation and Response of Gene Expressions through Adaptation and Evolution

Bacterial Expressions 11

2015

Yusuke Himeoka

The Growth/Death transition in self-replicating polymer system

Bacterial Expressions 11

2015

Kunihiko Kaneko

Multi-level Evolutionary Dynamics

Winter School on Quantitative Systems Biology 2015

2015




Yusuke Himeoka

The Growth/Death transition in self-replicating polymer system

Winter School on Quantitative Systems Biology 2015

2015

Diversification by resource limitations in a catalytic reaction network

2015

Origin of genes through spontaneous symmetry breaking

2015

Takahiro Kohsokabe

Evolution-Development Congruence in Pattern Formation Dynamics: Bifurcations in Gene Expression and Regulation of Networks
Structures

2015




Yoshiya J. Matsubara

Sequence selection in mathematical model of template replicating polymer system

Origins of Life (Gordon research seminar)

2016

Yoshiya J. Matsubara

Optimal system size for emergence of self-replicating polymer system

winter g-bio

2016
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2016

71

2016




Pirt

71

2016

71

2016

The origin of genes through spontaneous symmetry breaking

71

2016

Kunihiko Kaneko

Multi-level Evolution under Resource Limitation

CREST PRESTO QBiC

2016




CREST PRESTO QBiC

2016
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2015

38

2015




Toward Understanding of Adaptive Evolution:Computational Analysis and Experimental Evolution

2015

2015

2015

2015




2015

2015

Chikara Furusawa

Toward Understanding of Adaptive Evolution: Computational Analysis and Experimental Evolution

QBiC Symposium: High-dimensional data for the design principles of life

2015

2015




Evo-devo

2015

4 NGS

2015

2015

Wakamoto, Y.

Growth and adaptation at the single-cell level

QBiC Symposium 2015: High-Dimensional Data for the Design Principles of Life

2015
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2015

Wakamoto, Y.

Fitness and gene expression from the viewpoint of single-cell lineages

QBio NIG International Symposium

2016

CREST PRESTO QBiC

2016

2019

322




2018

250

ppl78-194

2018

250

pp70-92

2017

144

ppl12-115

Alx

K. Kaneko

2016

The MIT Press

328

A Scenario for the Origin of Multicellular Organisms: Perspective from Multi-level Consistency
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