2015 2016

Molecular mechanism of uptake of Methionine for malignant glioma
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When I performed the surgery for malignant glioma in 2015 and 2016, |

removed the
part of tumors that MET-PET accumulated using navigation system. | took the 15 pieces of tumor of
five patients in this study period. mRNA expression of these samples was analyzed by RNA sequence.

I found the candidate of the targets of the treatment. One of them is the enzyme of metabolic
pathway of Guanosine triphosphate. The inhibitor of this enzyme cause cell cycle arrest, and | am
focusing on the mechanism of cell cycle arrest. | will examine the clinical application of this
drug in future.
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