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Streptococcus pyogenes endopeptidase O contributes to evasion from

complement-mediated bacteriolysis via human complement factor Clq
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In this study, we identified an endopeptidase of Streptococcus pyogenes,
PepO, as an interacting molecule with complement Clq, and investigated its effects on complement
immunity and pathogenesis.
ELISA results revealed that PepO bound to Clg in a concentration-dependent manner under
physiological conditions. Then, the effects of PepO on bacterial evasion from complement immunity
was analyzed in various pH condition. Under low pH conditions, PepO inhibited the binding of IgG to
Clg. In addition, pepO deletion rendered S. pyogenes more susceptible to the bacteriocidal activity
of human serum. The wild-type strain (WT)-infected tissues exhibited greater severity and lower
complement activity as compared to those infected by A pepO in a mouse skin infection model.
Our results suggest that interaction of S. pyogenes Pep0O with Clqg interferes with the complement
patgway, which enables S. pyogenes to evade complement-mediated bacteriolysis under acidic
conditions.
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