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Characterization of bifidobacterial glycosidase: a new colonization factor that
promotes bacterial adhesion to the intestinal mucin
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Bifidobacterium is a natural inhabitant of the human gastrointestinal tract.
I studied the role of sialidase (SiaBb2) from Bifidobacterium bifidum in gut colonization and
carbohydrate catabolism. SiaBb2 cleaves sialyl-human milk oligosaccharides to produce usable
oligosaccharides, thus supporting B. bifidum growth. Moreover, SiaBb2 promotes B. bifidum adhesion
to mucosal surfaces. This study provides new insights into the role of B. bifidum sialidase as a
bifunctional extracellular enzyme that is crucially important for B. bifidum colonization of the
gut.
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