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Catalytic mechanism of metal-dependent deacetylase and its inhibitor
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We solved the tertiary structure of PhDac, which is categorized into CE-14
family, complexed with its substrate analog. This clarified the mechanism of substrate recognition
and catalysis of PhDac. The amino acid residues involved in specific interaction with the substrate
were spatially conserved in other CE-14 deacetylases, indicating that the substrate recognition
mechanism was common in this family proteins.
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