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Utilization of membrane filter for a protein crystallization field and single-
crystal X-ray diffraction analysis
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In this study, track-etched membrane filters gTEMF), which have highly
homogeneous micropores, were applied to a protein crystal growth field and used as a crystal
mounting tool for single-crystal X-ray diffraction analysis. A lysozyme crystal was obtained in the
pore by keeping TEMF In a lysozyme-crystallization solution. In addition, the crystal which grew in
a single pore was analyzed by performing single-crystal X-ray diffraction analysis. The resolution
limit of the crystal was 2.1

As an applied study, we utilized protein crystals as a template for synthesizing porous materials.
First, we investigated the stability of cross-linked crystals in several solvents such as alkaline,
acidic, and organic media. Then, an inorganic material was introduced by soaking crystals in a
precursor solutions. By using TEM, we confirmed that the existence of the inorganic oxide in the
protein crystal.
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