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BepA is an Escherichia coli periplasmic protease involved in biogenesis and
quality control of LptD, a component of the outer membrane lipopolysaccharide translocon. BepA can
associate with the BAM complex driving integration of outer membrane proteins into the outer
membrane. However, the molecular mechanism of BepA function and its association with the BAM complex

remained unknown. In this study, we performed a systematic site-directed in vivo
photo-cross-linking analysis to reveal the protein-protein interactions mediated by the BepA TPR
domain. We revealed the mode of interaction between the BepA domein and the BAM complex as well as
LptD. Mutational analysis indicated that BepA TPR domain is essential and protein-protein
interactions mediated by the TPR domain is critical for the function of BepA.
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