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An analysis of the factor and the mechanism of sex ratio distortion found in
Drosophila biauraria
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A single female of Drosophila biauraria collected in Hokkaido, produced
all-female offspring. This trait was maternally inherited in the iso-female line (SP12F) by
backcrossing with males of a normal line (SPll-ZO%. Injection of the homogenate of SP12F females
into SP11-20 females established all-female matrilines, suggesting that transmissible agent are most

likely viruses, but not bacteria or protists. RNA-seq analysis using SP12F, SP11-20 and the
transformed strain suggested that partitivirus with double strand RNA genomes was a candidate virus.

In addition, we collected each three females of D. biauraria that produced all-female offspring in
Tomakomai in 2015 and 2017. However, these females were not infected by the virus, but byWolbachia.
We found large difference in two physiological characters. One is the degeneration of mitochondria
in D. biauraria strain infected by the virus, and the other is the abundance of eggs oviposited by
virus infected virgin females.
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