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Physigal and chemical analyses of aggregation mechanism by using Prion fragment
peptides

Akizawa, Toshifumi
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In this study, we analyzed the correlation between secondary structure and
aggregation, and effect of Cu2+ and pH by using prion fragment peptides. As a result, hPrP180-192
bound each other in the absence of Cu2+. The secondary structure immediately changed to b-sheet in
pH7.5 and binding affinity and aggregation ration were increased. In addition, point mutated
peptide, hPrP180-192 V/1 show the higher ag?regation ratio than hPrP180-192 and irreversible
conformational change. These results strongly suggest that C-terminal fragment takes part in
aggregation of Prion Protein.
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