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Functional analysis of lipid domains in influenza virus infection with
super-resolution microscopy
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Analysis with a combination of lipid probes and super-resolution microscopy
indicates that the influenza virus buds from the edges of the sphingomyelin(SM)/cholesterol(Chol)
domains in MDCK cells. Several lines of evidence suggest that breakage of lipid asymmetry at the
plasma membrane leads to the decrease of influenza virus proliferation. | screened for the factor
involved in SM/Chol asymmetry at the plasma membrane. Immuno-electron microscopy with sodium dodecyl

sulfate (SDS)-treated freeze-fracture replica labeling (SDS-FRL) indicates that the domains of
phosphatidylinositol 4,5-bisphosphate (PIP2) increase in the inner leaflet of the plasma membrane.
These results suggest that the stability of domains of PIP2 increases the influenza virus

proliferation in mammalian cells.
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