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Effective diagnosis and establishment of the therapy for catecholaminergic
polymorphic ventricular tachycardia
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Catecholaminergic polymorphic ventricular tachycardia (CPVT) is an inherited

disease causing sudden cardiac death due to polymorphic ventricular tachycardia leading to VF in
young patients. The major cause of CPVT is mutations in RYR2 with 105 exons, therefore the genetic
analysis of CPVT has been difficult. However, we employed target gene sequencing and next generation
sequencing system, and now, we can identify genetic mutations effectively.

Long QT syndrome (LQTS) is an inherited disease similar to CPVT, especially, CPVT is sometimes
misdiagnosed as LQT type 1 (LQT1). We compared the results of exercise stress test in patient with
LQT1 or CPVT and found that the QT shortenings were prominent in CPVT patients. We construct a
system for differentiation between CPVT and LQT1.
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