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Significance of lymphatic invasion in the progression of gastrointestinal
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We performed DNA microarray using mRNA collected from biopsy specimens in
esophageal cancer. Gene expression of correlation with lymphatic invasion and lymph node metastasis
is now being analyzed. Additionally, the predictor of pathological complete response(pCR) was
investigated in the cases treated with neoadjuvant chemotherapy involved
Docetaxel/Cisplatin/5-fulorouracil (NAC-DCF). Consequently, seventeen molecules including
transcription factor E2F, T-cell-specific transcription factor, Src (known as“ proto-oncogene
tyrosine-protein kinase of sarcoma” ), interferon regulatory factor 1, thymidylate synthase, cyclin
B, cyclin-dependent kinase(CDK) 4, CDK, caspase-1, vitamin D receptor, histone deacetylase, MAPK/ERK

kinase, bcl-2-associated X protein, runt-related transcription factor 1, PR domain zinc finger
protein 1, platelet-derived growth factor receptor, and interleukin 1, were identified as candidate
molecules. These were published in a journal with peer review (PLoS One 2017).



(EMT: epitherial mesenchymal
transition)

anti-Prox-1 , anti-D2-40

VEGF-C, VEGF-3/fit-4

(Annals of
Surgical Oncology 2010; 17(1):73-80,
Pigment Cell Melanoma Res 2013;
26(3):326-37)

transcriptome
Int J Cancer
2012:1307-1317
) (PN-)
sorting
key genes
pNO micrometastasis
(stagell)
sorting
transcriptome

(EMT: epitherial mesenchymal transition)

micrometastasis
pNO
micrometastasis
Ann Surg Oncol 2001:771-4

mRNA
Agilent scanner

DNA

DCF Docetaxel/CDD P/5-FU

mRNA DNA
DCF
mRNA DNA
pCR
1
17 transcription factor

E2F, T-cell-specific transcription
factor, Src (known as
“ proto-oncogene tyrosine-protein
kinase of sarcoma” ), interferon
regulatory factor 1, thymidylate
synthase, cyclin B, cyclin-dependent
kinase (CDK) 4, CDK, caspase-1,
vitamin D receptor, histone
deacetylase, MAPK/ERK kinase,
bcl-2-associated X protein,
runt-related transcription factor 1,
PR domain zinc finger protein 1,
platelet-derived growth factor
receptor, and interleukin 1 pCR
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A 17-molecule set as a
predictor of complete response to
neoadjuvant chemotherapy with
docetaxel, cisplatin, and
5-fluorouracil in esophageal cancer .
PLoS One 12(11), 0188098, 2017
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