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Analysis of comprehensive gene regulation systems in oral cancer stem cells

YASUDA, MOTOAKI
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HUR has been shown to stabilize ARE mRNA. Clinicopathological reports have
demonstrated that the higher expression of HuR is one of the important prognostic factors of
malignant tumor cases. In the present study, we found the novel functions of HuB, a neuron specific
ELAV member, in oral squamous-cell carcinoma cell lines. The lower differentiated quamous-cell
carcinoma cell (SAS) expressed a higher amount of HuB mRNA whereas the highly differentiated
squamous-cell carcinoma cell (HSC2) expressed only a small amount of HuB mRNA. On the other hand,HuB

transfected HSC2 (HSC2-HuB) showed an obvious nuclear export of HuR in the HuB dependent manner.
The higher expressions of ARE mRNAs were observed in HSC2-HuB cells which expressed exogenous HuB.

We alsoI?emonstrated that HSC2-HuB showed a modest keratinization morphology compared with parental
HSC2 cells.
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