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Development of the chemical detectors and inhibitors for protein methylation
toward chemical epigenomics
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Protein methylation is a reversible modification that varies dynamically in
response to the environment. In order to identify methylated proteins, antibodies specific for
methylated lysine residues are generally required. Since this methylated antibody is difficult to
prepare, the methylome analysis has been relatively neglected as compared with other
post-translational modification reactions. In this study, we aimed to 1) develog a methodology to
detect protein methylation without using antibody, and to 2) explore protein inhibitors using the

detection systenm.
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