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Identified genetic signature stimulated peritoneal dissemination in gastric
cancer
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Molecular mechanisms driving peritoneal dissemination still remain poorly
understood. Here, we aimed to provide novel insights into the molecular mechanisms that drive the
peritoneal dissemination of GC. We performed combined expression analysis with in vivo-selected
metastatic cell lines and samples from 200 GC patients to identify driver genes of peritoneal
dissemination. We identified a peritoneal dissemination-associated expression signature, whose
profile correlated with those of genes related to development, focal adhesion, and the extracellular

matrix. Among the genes comprising the expression signature, we identified that genes (DDR2 and
PLOD2) as a potential regulator of peritoneal dissemination. These three gene were identified as a
driver gene for GC dissemination from the combined expression signature and can potentially serve as
a novel therapeutic target for inhibiting GC peritoneal dissemination.
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HDGFRP3 hepatoma-derived growth factor, related protein 3 875 00168
P12 glutamine-fiuctose-6-phosphate transaminase 2 754 0018t
CXCR7 cchemokine (C-X-C motif) receptor 7 741 0.0127
GJA1 Gap Junction Protein, Alpha 1 7 0.0404
GIMAPS GPase, AP family member5 506 000259
TRPC1 Transient Receptor Potential Cation Channel, Subfamily C, Member 1 597 0.0071
PLODZ procollagen-lysine, 2-oxoglutarale 5-dioxygenase 2 552 0.0002
DDR2 discoidin domain receptor tyrosine kinase 2 495 0.0099
FERMT2 fermitin family member 2 450 0.0311
SERPINE2 Serpin Peptidase Inhibitor, Clade E2 ara 00005
CALD1 caldesmon 1 416 0.0006
FGFRI fioroblast Growth Factor Receptor 1 403 00184
Gl GLI Famiy Zinc Finger 1 a7 00480
MAP1A microtubule-Associated Protein 1A 330 0.0360
ozPt DAZ Ineracting Znc Finger Protein 1 324 00089
RGS4 reguiator of G-protein signaing 4 300 00003
SPON2 Spondin 2 309 0.0191
PALLD Palladin, Cytoskeletal Associated Protein 284 0.00485
vean versican 27 00054
CNTNAP1 contactin Associated Protein 1 270 0.0478
LTBP1 latent Transforming Growth Factor Beta Binding Protein 1 264 0.0027
e myosing 247 00019
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