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Mechanism of driver mutation positive lung cancer
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Tumor specimens from 110 patients with lung cancer recruited between July
2013 and March 2015 were analyzed. The most common genetic alterations were TP53 mutations in 42
patients, followed b{ EGFR mutations in 25, STK11 mutations in 12, and KRAS mutations in 10.
Potentially actionable mutations were identified in 44 patients including 50% of those with
adenocarcinoma and 14% of those with squamous cell carcinoma. The 0S of patients with advanced or
recurrent cancer who had an actionable mutation and received targeted therapy (median 0S not
achieved) was significantly longer than that of those with no mutation (18.1 months, P = 0.041) or
of those with a mutation not so treated (6.1 months, P = 0.0027).Multiplex genomic testing was
performed on formalin-fixed, paraffin-embedded tumor specimens with a success rate of -95%. Such
testing can assist physicians in matching patients with approved or experimental targeted
treatments.
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