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The function of cancer associated fibroblasts-derived exosomes on the energy
metabolism of scirrhous type gastric cancer
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In the present study, we use co-culture system of fibroblasts with
high-metastatic scirrhous gastric cancer (SGC) cells or low-metastatic SGC cells as a model to
understand how to create favorable microenvironments for cancer metastasis. By comparing
transcriptome profiles of fibroblasts co-cultured with high- or low-metastatic SGC cells, it
revealed that glucose metabolism in fibroblasts was reprogrammed by co-culture with high-metastatic
SGC cells. We also found that high-metastatic DGC-derived extracellular vesicles (EVs) dominantly
induced inflammatory cytokines through TGF-B independent manner. Under co-culture condition also
strongly induced the expressions of glycolysis-related genes and decreased the expression of
oxidative phosphorylation-related genes in high-metastatic SGC cells. Thus, our finding suggests the

cellular crosstalk between cancer cells and fibroblasts via EVs in SGC microenvironment.
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