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Prenylated polyphenols are intensively studied as bio-active compounds in
pharmaceutical and agricultural fields, and thus far ca. 1,000 compounds are known.
Prenyltransferases involved in those natural compounds are newly identified protein family, and due
to the membrane-bound property the catalytic mechanisms are yet largely unknown. Toward
crystallization of this enzyme family, this study aimed the high production of these enzymes in
heterologous hosts as budding yeast, taking 29 genes isolated from 8 different plant families, to
which GFP-His tag was attached both at N- and C-terminal. The resulting proteins were evaluated at
protein expression level, solubilization, and affinity purification, resulting in 9 clones showed
GFP fluorescence, 4 clones were solubilized, and two was successfully purified, while their protein
amounts was still low for crystallization.

In parallel, 3D modeling was done based on our biochemical data and archeae prenyltransferase
crystal structure.
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