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Analysis of functions of a large imprinted microRNA gene cluster in placental
development

Inoue, Kimiko

13,400,000

RNA  miRNA miRNA
Sfmbt2 70 miRNA
miRNA
miRNA

RNA  miRNA RNA
miRNA

Genomic imprinting in mammals is an epigenetic process where the two
parental alleles of a gene expressed exclusively. The parent of origin-specific monoallelic
expression of imprinted genes is marked during their germline development. In some cases, multiple
consecutive microRNA (miRNA) genes are encoded within the imprinted gene, and these genes are called

miRNA clusters. In the mouse, the Sfmbt2 gene, an essential imprinted gene for placental
development, contains the largest cluster of miRNAs in the mouse genome. However, its function

during development remains to be elucidated. In this study, we investigated the role of this largest
miRNA cluster in mouse development.
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