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Molecular mechanism of ribosome hijack by the HCV IRES
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We determined the cryo-EM structure of the HCV IRES which binds to the 40S
ribosomal subunit of the translating 80S ribosome without impeding the ongoing translation.
Single-molecule measurements by fluorescence microscopy confirmed that the HCV IRES binds to the
translating ribosome. Additional cryo-EM studies showed that the HCV IRES binds to the 40S subunit
of the translating 80S ribosome even in the case of the HCV IRES-dependent translation. Biochemical
experiments showed that the ribosome translating cap-dependently is a better substrate for the HCV
IRES than a free ribosome.
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