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Deciphering the mechanism of acquisition and evolution of symbiotic microbes in
the termite gut
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This study aimed to decipher how termites have acquired their gut microbes
that are responsible for digesting dead plant matter (lignocellulose). For this purpose, | focused
on one clade of higher termites that has relatively recently re-acquired protists as a dominant
component of the gut microbiota after the loss of the original cellulolytic protist assemblages. As
a result, my research team revealed that the novel protists are ubiquitous in diverse termite
lineages but have become dominant only in the specific termite clade. In addition, we found that the

protist cytoplasm is filled with wood particles, and the gut compartment containing the protists
showed significant cellulolytic activities. Thus, in this study, we obtained fundamental information
on this new group of protists for future studies.
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